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NIH and NCI are pushing for integration of -Omics 
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Protein networks 

• Interactomes 
• http://string-db.org 

 

• Nice visuals 

 

• http://interactome.dfci.harvard.edu 
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Interactome for alphaB crystallin 



Output of human cryAB by String db  

Majority of the connections come from literature textmining 
 
How to verify the connections 



Immunohistochemistry provides beautiful 
vistas on protein distribution in cells. 
Is it seduction?  

Detecting proteins with antibodies 

Antibodies can bind to more 
than one protein band. In this 
case for CTCF to splice variants. 
The protein is nominally 82 kDa. 



An example of antibody validation 



Overview of what we’ll present 

• Extraction and fractionation of proteins 
• Purification methods (basic and protein tags) 
• 1D- and 2D-analysis 
• Cy-dye methods for quantitative intact proteomics (Top-down) 
• Detection of PTMs 

• Analytical mass spectrometry and proteomics 
• Analytical Strategies for getting an answer by MS 
• Importance of mass accuracy 
• Verification and quantification of PTMs 

• Mass spectrometry imaging and quantitative analysis 
• Localizing where and in what form? 
• How much of each protein form – targeted or untargeted? 


